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Expression and clinical significance of IncRNA MALATI in
EGFR mutation-related lung cancer
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Abstract Objective: To investigate the expression of long-chain non-coding RNA (IncRNA) MALAT1 in EGFR mutantion
lung cancer and its clinical significance. Methods: We collected 47 cases of non-small cell lung cancer, and analyse
the expression of IncRNA MALAT1 by real-time fluorescence quantitative PCR, through multivariate analysis,
to study the effect of LncRNA MALAT1 expression on the occurrence and development of lung cancer. We
analyzed of EGFR gene mutation, to explore the correlation between Inc MALAT1 and EGFR gene mutation and
its significance in lung cancer. Results: The expression of IncRNA MALAT1 in lung cancer tissues was higher
than that in adjacent tissues (P=0.0263). The expression of IncRNA MALAT1 was significantly correlated with
lymph node metastasis (P=0.0275). There was no correlation between the expression of IncRNA MALAT1 and

EGFR mutation. Conclusion: LncRNA MALAT1 may be a proto-oncogene involved in the occurrence and
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development of lung cancer. LncRNA MALAT1 is closely related to the metastasis of lung cancer and may be used

as a prognostic indicator of lung cancer.
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Figure 1 Relative expression of IncRNA MALAT1 in lung cancer tissues and adjacent tissue
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