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Characteristics and clinical value of serum HBV pgRNA

Abstract
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At present, the main treatment for chronic hepatitis B virus (HBV) infection is antiviral therapy, but it is difficult
to achieve complete cure, and the effect is not satisfactory. Pregenomic RNA (pgRNA) is an emerging serological

marker for chronic HBV infection. While pgRNA is principally the template for viral proteins and viral DNAs,

additional novel functions for the serum pgRNA have recently been described.
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Figure 1 Hepatitis B virus (HBV)-infected cells, pre-genomic RNA (pgRNA) particle production and pgRNA virion secretion

process
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Figure 2 Innate immune response process of viral infection
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