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Distribution and resistance of pathogens isolated from

Abstract

blood culture of Taizhou People’s Hospital in 2016

XU Juan', LU Taohongl , ZHANG Q_ingfangl, ZHOU Chenglin1 ,GU Bing2

(1. Department of Laboratory, Taizhou People’s Hospital, Taizhou Jiangsu 225300; 2. College of Medical Technology,

Xuzhou Medical University, Xuzhou Jiangsu 221000, China)

Objective: To investigate the distribution and resistance of pathogens isolated from blood culture of patients in
the Jiangsu Taizhou People’s Hospital in 2016. Methods: All blood samples were cultured by BACTEC ALERT
3D. Automatic detection machine of VITEK-2 Compact was used for identification of bacteria and fungus, as well
as the susceptibility of non-fastidious bacteria. Susceptibility of streptococcus was tested by K-B method while
susceptibility of fungus was tested by DL-96 FUNGUS. WHONETS.6 software was used for statistical analysis.
Results: The total of pathogen strains isolated from blood culture in 2016 was 380. The top five bacteria were
Escherichia coli (24.2%), Staphylococcus epidermidis (14.7%), Staphylococcus hominis (12.1%), Klebsiella pneumonia
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(8.7%), Streptococcus (7.9%). The pathogens of blood culture were mainly isolated from the department of

newborn-intensive care unit (NICU), infection, ICU, gastroenterology dept. The resistance rates of Escherichia

coli and Klebsiella pneumonia to extended spectrumf lactamases (ESBLs) were 53.3%, 33.3%. Staphylococcus

aureus had a 44.4% resistance rate to methicillin, while all of the three aureus were sensitive to linezolid,

vancomycin, quinupristin/Dafoe leptin, tigecycline. Conclusion: Diversities of distribution and antimicrobial

susceptibility of blood culture isolates are found in different clinical departments.

Keywords

iR K AR I fE A R, A R
AR 2 B PTR Z IRIT, W AEHL AT
2 W IO U e B 3ok AT AT T 25 W B0 AR A
eGSR . T EBEERE AN . P AP K
B AL TROLAENZR, AHE
e 1L S e 14 I T A b S L i 24 4k D5 I AT AE
225 o AT 1 X R NN IS B BE 2016 4F IfiL 1
I B B8 18 20 A B it 25 16 19 0 B, O AR B I 3
TG 2 B0 PR R T 4R AR B O R I IR A Y
i 25 SRS %

1 MR EFE

1.1 &
1.1.1 A#RER

W ZE N T AR ERi20164E1 H1H 212311
JIT A I PR 326 A6 9 0t 355 FRARAS ] B3k ) — 9 461 7
SRk
1.1.2 B3 5K

BACTEC ALERT 3D 4 [ #h IfiL £ 37 {0 T 3%
[ #§ B 42, VITEK 2 Compact4: [ SH4IH XK .
2 o AT R 8 S HE AR T AR W Tk [ A B IR A
A, AR T 9% E OXOID /A Al .

1.2 Fik
1.2.1 FRMEARA GG 4L 32

I35 7705 A 2 W5 PR A8 90 b v #5040 B 5=
A0, MR SRR PH G A7 8 25 e, IR 5% F il ~F i
MIG 5V, 35 CHEF24~48 h; A5 KA
T oy G-~ M . M AW AERK MY, K@
AR B B, R A AR A Kt 4 Y
RS AT, NFIE
1.2.3 HH0X %

AR . BEERTA . FLR 258050 B R FIVITEKR
2 CompactZjf{ K . 4 ¥ #(K-BiL). DL-96
FUNGUSHR & o 8 BE A R b o 0 B2 20 e 4 S . I
RS BOCER[S] o

blood culture; the distribution of pathogens; drug resistance rate

1.3 GitF4bE

¥EFH SPSS19.0%4 it 4K 14 it 41 4> #r -
WHONETS.6 X} & k73 1 15 &0 S 25 84 2R #4755
Bro P<0.0ShZESFHGI¥E X,

2 /R

2.1 MiEFFFFAMR

20164F 2 M T N B IS B 3 3% A ifi 5% 5% A A
7 7880y, Horp I s 3R BHMERR A s0240, BHYEZR N
6.49%(502/7 788) o - BHEK FHMERIE LR, Hp
WHNRL L M ANRE L BRGANRE D THAERE . B ER
5t BH PR R AL SRS o A5 FFE A RG24k
REN 4 OB AU, ANAEL~2, T AR A B
B IMGE BT AL R 2.2, BN “4” {51
FE—E 251

2.2 MEFHEEREEEMS A

20164 B sy 3gotkdE | B HR A,
TE3OFP(F2) . HEZFTSALAY TR AN LA 1, L B
B RS BHME TR 2 B R 4 i 46.1%(175/380)
53.7%(204/380), 2 H EZ I KG
WA (24.2%) . iR FEEAR (8.7%) . i
JE&(3.7%) . SRR AR (2.9%) 1S AN R R
(1.6%); % PHYERH b 38 M A A BR TR . 8 45 BR
WL OEEERE N 14.7%, 12.1%, 7.9%1)
A LU A2 B1) 5 7260 BR TR B RT3 07 5 BEBR TR (3.2%)
JA BR R (2.99 ) F4 G HE AR T o B BR T AL 45 JC FLBEBR
B S5 A B BR T 2R, L9 7E B R T A LA )
(50%) . JHERBEALTE R IGER A MR TE , P&
TG ) R PR A R T (54.5%) . ZEM BRI (45.5%) o
HR % 40.3%(1/380), K EASERE .

2.3 MEFKEENRESRER

g W E 2 A T 4E JLICU (newborn-
intensive care unit, NICU)., &JEl . 1CU. Hfk
FH(ER3).



ZIN T AR EERE 2016 SR I3 A5 PP SRR 4 Al SO 250 730, 45 2655

R EREM = MEFERER F2 MiLFAMFREEN S HiER
Table 1 Details of blood culture in clinical department Table 2 Distribution of positive pathogen in blood culture
—— G BHEE B KA AKA 9o J5L Kot / bR FIRCLE /%
B Hod R/ AR Had i)

SRARE 4110 244 36 L1 L P 175 46.1
HHZEHRE 24 4 167 22 1.1 N 92 242
Lethsek 43 6 140 24 1.8 i 48 2 AT T 33 8.7
THAERE 138 19 138 116 12 A R 11 29
AR 131 17 130 89 LS 5608 R 6 16
ICU 418 47 112 220 1.9 BN W N L aar 2 0.5
[GESTAE 216 24 111 165 1.3 TR 14 37
Ji IRk 198 20 101 160 12 WEHE 2 0.5
N MR 187 18 9.6 133 1.4 RSz 275 £ PN 1 0.3
2k 339 32 9.4 187 1.8 PR T A 1 0.3
JIINEARERS 237 22 9.3 141 1.7 P T 7 1.8
SR 227 18 7.9 170 1.3 ITAE 5 1.3
misseH 13 1 7.7 12 1.1 FERLINE 1 0.3
CCU 79 6 7.6 63 1.3 B BV 204 53.7
AR 235 17 7.2 171 1.4 HEBKTA 12 3.2
YR} 286 18 6.3 212 1.3 78280 11 2.9
HHAME 80 5 6.3 71 1.1 G E R A BRI 30 7.9
NICU 1114 68 61 1050 1.1 P HFIR A 56 14.7
AR 169 10 59 129 13 NHEERE 46 12.1
WIRANEE 103 6 58 75 14 LA AR 18 4.7
e 57 3053 02 14 HoAb AR PRI 30 7.9
Kigfssk 192 10 52 138 14 HA A TR 1 0.3
MEENE 967 50 S22 439 22 H 1 0.3
i LR 42 2 4.8 30 1.4 HESIRH 1 93
1HF 76 3 3.9 66 12
Il R 1064 38 3.6 601 1.8
JLE 1024 27 2.6 1002 1.0
HRAL 74 1 14 68 1.1 g
GLEs 3 0 0.0 3 1.0 % e =
KATHMRE 7 0 00 S 14 e

= ——
AR LI 3 0 0.0 3 1.0 T
ShEE W R RE WAE ARE
HL G Sk 1 0 0.0 1 1.0 1 HE 5B s i
S

Figure 1 Top $ bacteria




2656

I R i 2k i, 2017, 37(12)  http://Icbl.amegroups.com

R3 MBEFRAEFERENRESHIFR

Table 3 Distribution of positive pathogen wards in blood

culture
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Table 4 Drug sensitivity of Enterobacteriaceae
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Staphylococcus epidermidis, Staphylococcus hominis, Streptococcus were all sensitive to linezolid, vancomycin, quinupristin/dafoe leptin,
tigecycline.
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